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Stellingen 

Behorende bij het proefschrift 

 

Mutational landscape of Hodgkin lymphoma 

Functional consequences and pathogenetic relevance  

 

1. Genetic lesions involved in the pathogenesis of HL are only partly understood 

and they are heterogeneous (Küppers et al. JCI 2012). 

 

2. Consistently mutated genes in HL are mainly involved in cell adhesion and 

cell development and differentiation (This thesis). 

 

3. Next generation sequencing techniques have provided significant novel 

insights in the genetic lesions of Hodgkin lymphoma (This thesis). 

 

4. The genetic events in HL are distinct from those in other GC B cel l derived 

non-Hodgkin lymphoma (This thesis). 

 

5. Inactivating mutations in B2M are the major cause of loss of MHC class I 

expression in HL and provide an immune escape mechanism to the Hodgkin 

lymphoma tumor cells (This thesis and Reichel et al. Blood 2015). 

 

6. Downregulation of HLA class II expression is caused by genetic alterations of 

CIITA and mutations of CREBBP (This thesis and Steidl et al. Nature 2011). 

 

7. Loss of CD58 is a potential immune escape mechanism for HL tumor cells, 

especially in clinically aggressive disease (This thesis). 

 

8. CSF2RB is one of the most commonly mutated genes in HL (This thesis and 

Reichel et al. Blood 2015). 

 

9. Relevance of mutations in the MYB oncogene remain unclear as cell lines 

with both wild type and mutant MYB show decreased growth upon MYB 

inhibition (This thesis) 

 

10.  The MYB oncogene facilitates survival of Hodgkin lymphoma cells by 

repression of apoptosis mediated by BCL2 (This thesis). 

 

11.  Everybody is a genius. But if you judge a fish by its ability to climb a tree, it 

will live its whole life believing that it is stupid (Albert Einstein).  

 

 

Fazlyn Reeny Abdul Razak, 16 November 2016 


