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Figure S1: The expression levels of the reporter protein GFP-h2NLS-L-TM. A) The copy number of 
GFP-h2NLS-L-TM was obtained from quantitative Western blots using an antibody against GFP or mCherry.  
The culture was grown to a density of 1.7·10

7
 cells/ml and the expression of GFP-h2NLS-L-TM was induced 

for 2 hours with 0.1% (w/v) D-galactose. An equivalent of 8.3·10
6
 cells was loaded on a SDS-PAA gel 

together with a dilution series from 25 to 800 fmol of purified GFP, and the proteins. B) We used 
chemiluminescence to detect the proteins and densitometry to quantify the protein levels. We found 180 
fmol GFP-h2NLS-L-TM in 8.3·10

6
 cells, corresponding to a copy number of 13,000 copies of GFP-h2NLS-L-

TM per cell.  C) Similar as A) but now for tcNLS-mCh and rgNLS-mCh co-expressed either with GFP-
h2NLS-L-TM (1) or GFP-L-TM (2). The culture was grown to a density of 1.4·10

7
 cells/ml. An equivalent of 

7.2·10
6
 cells was loaded on a SDS-PAA gel, together with a dilution series from 50 to 1,600 fmol of purified 

mCh. D) Similar as B) but now for tcNLS-mCh and rgNLS-mCh co-expressed either with GFP-h2NLS-L-TM 
or GFP-L-TM. We found 145 fmol tcNLS-mCh when co-expressed with GFP-h2NLS-L-TM and 169 fmol 
tcNLS-mCh when co-expressed with GFP-L-TM, corresponding to copy numbers of 12,000 and 15,000 per 
cell, respectively. We found 150 fmol rgNLS-mCh when co-expressed with GFP-h2NLS-L-TM and 198 fmol 
rgNLS-mCh when co-expressed with GFP-L-TM, corresponding to copy numbers of 13,000 and 17,000 per 
cell, respectively. 
 

 


